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Progression-Free survivallZ DWW TIIFIGO stage & FHBFOBREREDH ED, Overall
survivalil DWW TIIF M OERFEREOF BVMN O FERERFTH o 2.

[Z£7]
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ANERITHILOTH D, SEIFEX T, TP DEEERMELEENEELRDORIEIZER L. BA#
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EEMN dominant negative R %2 b D2 L 5 » % Transdominance assay THRE L7,
Progression-Free survival 35408 Overall survival i, Kaplan-Meier THEH Ui, HEEIX
log-rank test THRE L7z, KERNRT A —F—L TPEIEBROBEEIZOWVWTIE X T A N TREL
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WT p<0.05 LT THEEEDHY LHIE LT,
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RIS RMNIB (25. 7%) 125D b7z, Transdominance AssayiZ V), I R RERZEHT 5 EH
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