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A: FKBP12, B: FKBPS2, C: caimodulin, D: calcineurin B (CnB), E: calcineurin A (CnA).
Lysate: ratbrain
Buffer: 0.25 M sucrose, 0.3 mM DDC, 50 mM Tris-HCl pH=7.4, 2 mM Cadl,, 2mM MgCl,
Binding: 4°C,30 min
The first lane indicates a protein standard, Mark™ 12 (Invitrogen, cat. #LC5677)
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