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HOXD3 enhances motility and invasiveness
through the TGF- 58 -dependent and
-independent pathways in A549 cells
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through the TGF- 8 -dependent and
-independent pathways in A549 cells
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FERERPHBBEOHFCBII 2MIEOMNBEBERET I RATRY I 28 ETFE
HOX ODRERBRY. BORBPERICRERBIIITHEEZRBTIRENRINATY
%0 LBPLSGET, HOX BEFHLOLIRBERFOREAZHAGL., XOoL>3RSTFNV
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