wt & % 1 H & %

¥R XE %
Genomic Structure and Expression of the Medaka Fish
Homolog of the Mammalian Guanylyl Cyclase B
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W3, BERESEBEICIIZ L D isoform B SN TEH Y. R D isoform I EEKNT
DRBIBAPELBENRRSoTVWB EEZ SN TVWS, ZH 5D isoform DH
T. BEFORERIEITONOR—HTH 0. UrbREEFASRBICOVTO
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